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Los resultados

Possible probes (120nt) were designed in silico on a set of 20k single-copy genes (Exons) and a set of 7500 of intergenic 
regions (Introns) for each species 

Produced a total of 33970 SNPs 

Initial SNP Discovery
(Capture-Seq)

• 935 SNPs to undertake genotyping of 465 individuals from 10 
localities



Los resultados

Before
13 microsatellites

After
394 SNPs and 458 individuals 

“Higher population resolution 
with SNP markers”

4 Genetic clusters identified:
Cantabrian-> Asturias, Basque Country and Galicia Central Atlantic -> Portugal (Olhao)    

Southern Atlantic -> Canary Islands Mediterranean -> Barcelona and Turkey

Discriminant Analysis of Principal Components (DAPC)



Los resultados
“Higher traceability in fisheries”

“Compoplot” -> composition 
plot in a “STRUCTURE-like” 
way

Each vertical line represents 
an individual, colored 
proportionally to the 
probability of belonging to 
certain group

“Compoplot”



Los resultados
“SNP panel design for population 

structure analyses”



Los resultados
“SNP panel design for population 

structure analyses”

We developed a list of 90 SNPs that drive the genetic structure, a.k.a. “the most significant 
ones”

1. >RXHP01001366.1_5320
GCTCGATTACACTTAATAGGGGGATAGTT

2. >RXHP01001619.1_20882
AAGCCTGTTTGGCAAGGTGGGTAGTTAC

3. >RXHP01001794.1_112749
AAGAGCAGGTTGTGAAGGAGGCGGATT

….

“Issue”: These SNPs were designed with an old
reference genome that is fragmented and not 

annotated. 
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Conclusiones / Trabajo a futuro

ü SNP markers are useful for the identification and characterization of population structure, 
with a higher resolution than microsatellites markers. 

ü Traceability and Fisheries Management: Inform more accurately about management 
units and stability over time for sustainable exploitation of Octopus vulgaris.

Concluding remarks

Future work
ü Validation of the SNP panel: more samples, more localities, reduce sequencing/genotyping costs.

ü Assessing local adaptation and climate resilience. Distribution changes and threats of some fishing 
stocks? Is octopus migrating to UK/France?

ü Protect cultural heritage associated to octopus fisheries in southern Europe through international 
consortium among researchers, managers, fishermen  (finding funding opportunities). 
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